EEEF2022E7HE3IBEE 134 Hainan Med J, Jul. 2022, Vol. 33, No. 13

d0i:10.3969/j.i1ssn.1003-6350.2022.13.010 . 'I«/l:\.% .

iR A 48 P TGF-o.p53.Ki—67 .E—cadherin
FEERIEKEREHEXE

P, A2 4R
TP ERBEA, G & 725000

(=] B8y Oremilma s sh b KN F-a (TGF-a) IR (p53) A SAZ 5T (Ki-67) . 255
ZH R 11 (E-cadherin) 35K S MG, ik U2 20184F 1 1 & 20204F 12 7 HAl] 22 FE nl7 P oo BE B T AR IR 11
87 91 i 3 Jiek R A A 1 g WL 2, AR T 2 20 B 2 119 43 SR B 1o oK 3R 87 191 28343 JELASE R JRA (ALS , 35 1)),
T3 M IR (MILA, 23 f5) RIS B A= 4K oAy 3 AR 3 0 PR 98 (LPAL L 29 151 , I 6488 H: v %y 87 451035 e i A A 1) 98 5% 1F
WA AR XTI o SR e Ak S-P 3 A I i b 9gd S iE 5 It 41 4 TGF - p53 . Ki—67 L)} E-cadherin /)
235, Lo B DU Rh B 1 A il AR 2 RN IE B 2 2 A FE MR SR I FE ATS \MIA 2 LPA i BE: % . 2R A Spearman 4347
43 B TGF-a . p53 .Ki~67 Fil E-cadherin £ [ FYFHCE . R WA AL N TGF-a . p53.Ki-67 J E-cadherin
FHPEZE R 59.77% . 42.53% . 48.28% .36.78% , 1E # il 2H 24 43 514 20.69%  19.54% . 19.54% ,90.80% , VU Fl 2 [ £ i
BRI ZURNIE 5 20 2 B Rk AT R 22 5 3 A ST B L (P<0.05) ; TGF-afE ALS \MIA J LPA H i) BH%:
Oy K 42.86% . 78.26% F 86.21% , p53 Y BH 44 2K 43 51l hy 25.71% . 47.83% 1 68.97% , Ki=67 A BH 14 3 43 il &y
34.29%.52.17%F/1 72.41% , E-cadherin it B 2843 51 4 48.57% . 47.83%71 20.69% , PUFNE [ 7E AIS .MIA J LPA 40
LUk L8 22 S 1 B G127 25 L (P<0.05) 5 26 Spearman Al 56 437 45 . W, Jiti iR 98 2H 44 b TGF-ac . p53
F Ki—67 21k 5 E-cadherin ¥ 5 671 41 5 (7=—1.984 . -2.045 . -2.320, P<0.05), Zit M T IEHWIHHL , TGF-a.
p53.Ki~67 .E-cadherin &5 [ 75 fli Ji 958 41 23 e 2k S, BCAR IN0 3X U 7h 28 19 ] R R T il B 00 L 0TS T 43
AR

[EgiA] Ml ; S gl G UbE S5 AL KR T—o RS SR I ; AN AZ S P L b R A5 2 1

[FESZES] R7342  [X#ERIEEB] A [XEEHS] 1003—6350(2022)13—1668—03

Expression levels of transforming growth factor—o, tumor suppressor gene p53, nuclear proliferation antigen
Ki-67, and epithelial cadherin in lung adenocarcinoma and their correlation. LU Liu, CHENG Yu. Department of
Pathology, Ankang Central Hospital, Ankang 725000, Shaanxi, CHINA

[Abstract] Objective To study the expression levels of transforming growth factor-a (TGF-a), tumor suppres-
sor gene p53 (p53), nuclear proliferation antigen Ki—67 (Ki—67), and epithelial cadherin (E-cadherin) in lung adenocarci-
noma tissues and their correlation. Methods Eighty-seven specimens surgically resected from 87 lung tumor patients
in Ankang Central Hospital from January 2018 to December 2020 were collected as an observation group. According to
the order of histopathological grading, the above 87 patients were divided into adenocarcinoma in situ (AIS, n=35), mi-
croinvasive adenocarcinoma (MIA, n=23), and adherent growth-based invasive adenocarcinoma (LPA, n=29), and 87
cases of normal paracancerous tissue in the same period were randomly selected as a control group. Immunohistochemi-
cal SP method was used to detect the expression of TGF-a, p53, Ki-67, and E-cadherin protein in lung tumors and nor-
mal lung tissues, and the positive rates of the four proteins in lung adenocarcinoma tissues and normal lung tissues, and
the positive rates in AIS, MIA, and LPA were compared. Spearman analysis was used to analyze the correlation between
TGF-a, p53, Ki=67 and E-cadherin proteins. Results The positive rates of TGF-a, p53, Ki—-67, and E-cadherin in the
observation group were 59.77%, 42.53%, 48.28%, and 36.78%, respectively, and those in normal lung tissue were
20.69%, 19.54%, 19.54%, and 90.80%, respectively. There were significant differences in the expression levels of four
proteins between lung adenocarcinoma and normal lung tissues (P<0.05). The positive rates of TGF-« in AIS, MIA, and
LPA were 42.86%, 78.26%, and 86.21%, respectively, the positive rates of p53 were 25.71%, 47.83% and 68.97%, re-
spectively, the positive rates of Ki—67 were 34.29%, 52.17%, and 72.41%, respectively, and the positive rates of E-cad-
herin were 48.57%, 47.83%, and 20.69%, respectively. There were significant differences in the expression levels of the
four proteins in AIS, MIA and LPA (P<0.05). Spearman correlation analysis showed that the expression of TGF-a, p53
and Ki-67 in lung adenocarcinoma tissue were negatively correlated with E-cadherin (r=-1.984, -2.045, -2.320, P<
0.05). Conclusion Compared with normal lung tissues, TGF-«a, p53, Ki-67, and E-cadherin proteins are abnormally
expressed in lung adenocarcinoma tissues. Combined detection of the four proteins may be beneficial to the early diagno-
sis, classification and prognosis of lung adenocarcinoma.

[Key words] Lung adenocarcinoma; Immunohistochemistry; Transforming growth factor-a@ (TGF-a); Tumor

suppressor gene p53 (p53); Nuclear proliferation antigen Ki—67 (Ki~67); Epithelial cadherin (E-cadherin)
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