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[Abstract] Objective To investigate the expression and clinical significance of microRNA-155 in peripheral
blood mononuclear cells (PBMC) of children with primary immune thrombocytopenia (ITP). Methods Eighty-three pa-
tients with primary ITP admitted to Shiyan Maternal and Child Health Hospital from February 2015 to June 2019 were
included in the study group, and 80 healthy children who received physical examination in our hospital during the same
period were included in the health group. The relative expression of microRNA-155, platelet count (PLT), cytokines (in-
terferon—y [IFN-y], interleukin—-2 [IL-2], interleukin—4 [IL-4], interleukin—10 [IL-10]), and T cell subsets in PBMC of
the two groups were compared. Pearson correlation was used to analyze the correlation between the relative expression
of microRNA-155 and PLT, cytokines, and T cell subsets. Results The relative expression of microRNA—-155, Thl, serum
IFN-y, and IL-2 in PBMC were 4.31+1.04, (26.34+2.11)%, (151.23+5.02) pg/mL, and (72.05+1.39) pg/mL, which were sig-
nificantly higher than 1.56+0.31, (11.52+2.20)%, (94.57+3.29) pg/mL, (42.37+1.28) pg/mL in healthy group; the levels of
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PLT, Treg, Th2, and serum IL—4, IL-10 were (45.62+18.55)x 10°/L, (3.60+0.75)%, (1.26+=0.51)%, (24.92+1.05) pg/mL,
(141.28+1.67) pg/mL, which were significantly lower than (198.73£25.21)x10°/L, (3.98+0.37)%, (1.72+0.24)%, (42.37+
1.72) pg/mL, (196.03+0.25) pg/mL in healthy group; the differences were statistically significant (P<0.05). Correlation
analysis showed that the relative expression of microRNA-155 in PBMC was negatively correlated with PLT
(r==0.683), IL-4 (=-0.611), IL-10 (r=-0.520), Treg (r=—0.522), and Th2 (r=-0.572), with P<0.05, and there was a posi-
tive correlation with IFN-y (r=0.634), IL-2 (r=0.545), and Th1 (+=0.821), with P<0.05. Conclusion MicroRNA-155
is highly expressed in PBMC of ITP patients and has a certain correlation with PLT, IL-4, IL-10, Treg, IFN—y, IL-2,
Th1, and Th2. It has the potential to be a therapeutic target for ITP patients.
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MicroRNA-155 A% 5 PLT 4 it [ 7~ . T 2 it W 7
FIRFR . KKK N a=0.05, LA P<0.05 RN EF A5
PES-3'E

2 #R

2.1 W4 %A% PBMC ¥ MicroRNA-155 A48 -
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0.01), 1,

*®1 THEZHH PBMC H MicroRNA-155 R iE 2 K PLT /K F LL &
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IL-4 IL-10 KB RAR T4, 22 7396 W & 5i it
X (P<0.01), W2,

®2 FHZRENMFMIEEFKELLE (oxs, pg/mL)

it % TFN-y IL-2 IL-4 IL-10
Jefe 83 151.23+5.02  72.05+1.39  24.92+1.05 141.28+1.67
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5 PLT.IL-4.IL-10, Treg. Th2 7K - ¥4 & £ A 56 (P<
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