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[Abstract])

otes. Its biological characteristics are regulated by specific cis-regulatory elements and trans-acting factors. circRNAs

circRNA is a covalently enclosed endogenous biomolecule with tissue and cell specificity in eukary-

and miRNA have the strongest binding ability in competitive endogenous RNA, and play the role of miRNA molecular
sponge in cell gene expression, and regulate a variety of diseases by regulating protein translation and expression. cir-
cRNAs play an important role in the occurrence and development of cerebrovascular diseases by regulating vascular en-
dothelial cells, vascular smooth muscle cells and blood pressure. In order to systematically understand the research prog-
ress of circRNAs and its molecular mechanism in the regulation of cerebrovascular diseases, and to search for potential

drug molecular markers, this paper briefly summarizes the research of circRNAs in the progress of cerebrovascular dis-
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eases, so as to seek new ideas for the diagnosis and treatment of cerebrovascular diseases.
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