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[ Abstract])
NA-mRNA, which regulates the level of messenger RNA (mRNA) by competitively binding microRNA (miRNA) with

mRNA. ceRNA network is involved in the occurrence and development of many diseases. Recurrent implantation fail-

Competitive endogenous RNA (ceRNA) network refers to the network composed of ceRNA-miR-

ure (RIF) is a common complication of in vitro fertilization (IVF) or intracytoplasmic sperm injection (ICSI) in female
infertility patients, which has always been a difficult problem for assisted reproductive technology (ART). The study

of ceRNA network in RIF will help provide new ideas for the etiology, diagnosis, treatment, prognosis and other as-

pects of RIF.
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