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[ Abstract]
phism with age and gender of people of different altitudes and nationalities in Qinghai. Methods The genotypic pa-
rameters of HIF-1 a gene rs3783752, rs61755705, rs4899056, rs1957757, rs10873142, rs41508050, rs11549465,
rs11549467, and rs1802821 of people of different altitudes, age, gender, and nationalities in Xining (50 cases) and Yushu
(100 cases) from 2018 to 2020 were collected and analyzed by PCR-RFLP and STR genotypes. Results
the genotype results, rs1957757 and rs1154965 had significant differences in age and sex factor (P>0.05), respectively;
rs61755705, rs41508050, and rs1802821 had no significant differences in these four groups (P<0.05), which have GG,
CC and AA genotypes in all 150 samples, respectively. rs3783752150, rs4899056, rs10873142, rs11549467 had no sig-

nificant difference in the four groups (P<0.05). Conclusion HIF-1a gene polymorphism is correlated with different

Objective To investigate the correlation between hypoxia inducible factor 1« (HIF-1a) polymor-

According to

age and gender of population in Qinghai.
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R1 HIF-1oE[E SNP E R B R R B R 592 75 LB (1)

SNP %t 5 LR 5973 X sk AR P51
SR /PE WP /PE ARG DAE /PE B ¥/PIE

1s3783752  TT 5/4 0.274/0.872  6/3 0.434/0.805  1/8 1.263/0.530 72 3.142/0.208
TC 18/21 28/11 10/29 18/21
cc 49/51 66/34 19/81 48/52

1s61755705  CC 0/0 0.000/1.000  0/0 0.000/1.000  0/0 0.000/1.000  0/0 0.000/1.000
CG 0/0 0/0 0/0 0/0
GG 150/150 150/150 150/150 150/150

1s4899056  CC 49/51 0.983/0.612  66/34 0.307/0.858  19/81 0.832/0.660  49/51 2.253/0.324
CT 18/23 28/13 10/31 19/22
TT 5/3 6/2 1/7 6/2

151957757  CC 49/52 0.960/0.619  66/35 0.378/0.378  82/19 48.719/0.000  49/52 2.114/0.348
CT 18/23 28/13 10/31 20/21
TT 5/3 6/2 1/7 6/2

1510873142 CC 6/4 2.290/0.318 872 1.197/0.550  2/8 0.388/0.824  6/4 2.125/0.346
CT 19/29 30/18 1137 20/28
TT 47/45 62/30 17/75 49/43

rs41508050  CC 150/150 0.000/1.000  150/150 0.000/1.000  150/150 0.000/1.000  150/150  0.000/1.000
CT 0/0 0/0 0/0 0/0
TT 0/0 0/0 0/0 0/0

rs11549465  CC 69/70 2.043/0.153  94/45 3.446/0.118  27/112 0.055/0.814  74/65 7.946/0.0048
CT 38 6/8 3/8 1/10
TT 0/0 0/0 0/0 0/0

rs11549467  AG 12 0.005/0.944  2/1 0.383/0.536  1/1 0.050/0.824 172 0.000/1.000
GG 71/76 98/49 29/128 74/73
AA 0/0 0/0 0/0 0/0

rs1802821  AA 150/150 0.000/1.000  150/150 0.000/1.000  150/150 0.000/1.000  150/150  0.000/1.000
AG 0/0 0/0 0/0 0/0
GG 0/0 0/0 0/0 0/0
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SNP it 5 FALHE e X 3 AR P51
AR /P 1E ER/PET PE SFRHIAE A IPE ELls K/PAH

1s3783752 T 28/29 0.006/0.936  40/17 0.219/0.640  12/45 0.027/0.870 32/25 1.312/0.252
C 116/123 160/79 48/191 114/125

rs61755705  C 0/0 0.000/1.000  0/0 0.000/1.000  0/0 0.000/1.000 0/0 0.000/1.000
G 150/150 150/150 150/150 150/150

rs4899056 C 116/125 0.983/0.612  160/81 0.299/0.584  48/193 0.037/0.848 117/124 0.629/0.428
T 28/29 40/17 12/45 31/26

rs1957757 C 116/127 0.036/0.850  160/83 0.390/0.532  174/69 50.080/0.000  118/125 1.061/0.302
T 28/29 40/17 12/45 32/25

rs10873142 C 31/37 0.205/0.651  46/22 0.038/0.845  15/53 0.233/0.629 32/36 0.304/0.581
T 113/119 154/78 45/187 118/114

141508050  C 150/150 0.000/1.000  150/150 0.000/1.000  150/150 0.000/1.000 150/150 0.000/1.000
T 0/0 0/0 0/0 0/0

rs11549465  C 141/148 1.965/0.161 194/98 2.322/0.128  98/57 0.053/0.818 149/140 7.644/0.006
T 3/8 6/8 3/8 1/10

rs11549467 A 12 0.005/0.944  2/1 0.379/0.538  1/1 0.049/0.824 172 0.000/1.000
G 143/154 198/99 59/257 149/148

rs1802821 A 150/150 0.000/1.000  150/150 0.000/1.000  150/150 0.000/1.000 150/150 0.000/1.000
G 0/0 0/0 0/0 0/0
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0.05); H £ 21 8 35 1) KB M (2.11+0.50) min, B S 45 T8 B 20 v B 40 19/(2.93+0.77) min., (2.44+0.54) min, R{E°H
(6.99+1.51) min, B 5.5 THE 4 A EE2H 19(8.04+2.28) min . (7.18+1.31) min, 22 544 31 5 X (P<0.05); T4
FBEY Angle [H4( 61.12+7.70) deg, W K TR EE A 4 11)(53.85+8.08) deg .(58.42+7.33) deg, MA {H 4 (65.76+
7.55) mm, W B B FHR B4 | A EE 2H 10 (57.84£6.67) mm,(62.96+6.75) mm , 22 SF I G247 L (P<0.05); T ¥4
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Y B it 2 7 L (P<0.05) 5 AS [ 7™ B R 5 o A B0 £ 35 110 20 sl Jik PN JBEE 40 A BL 558 25 57 ELA B2 38 L (P<0.05)
Pearson AHICHEHIES R /R | I3 EETs /K755 Angle MA fE /K -2 74 E(7=-0.233 .-0.199, P<0.05) ; R 4328
Logistic [PII453#7 &3, TEG 244 Angle Il MA {H2& 2 M IR AL 8 35 2D RE AL Al 37 A5 RS IR 3 (P<0.05), T KAE
M3 EETs f2 2 PE R S840 28 D) BE B IF 89454 [ 22 (P<0.05) ; ROC 1£8 4347 i 7 , EETs=51.765 pg/mL N Z TRk
R AT R R A T I S (i R R 18Rk 0.734, S5 R 61.5% , 4553 81%) ; TEG UK {H=1.95 min 7 5if#
YU 25 T RE T E A 1 S RIS T I S (I I 0.694, RS N 88.5%, F5 518 Jy 54.8%), 1Ml TEG Hifti &%
THOM AR A B P AL R A 2R R AU /NT EETs KAH . 218 AR ERRE SR 1l TEG 4250 EETs
T Ik PN R A S5 W S AN ] 5 29020 Rt A e Ak 0 A 5 A S0 ™ i R A O 5 SRR E S 55 TEG &5 280 5 il
M EETs ZINAEAERSR AT , 5 Angle {H 15 MA {EUZ S PE MG FE 25 35 #h 2 D BB AL Y FE G B 22, 80 KR =g I
H EETs 2 HUR 2P FERT 2 D fg R AP AR B 2

[E88R])  2EMGHIEE ; AR5 P BB kN RS  — Bk =i ; Ao

[FESZS] R74333 [XERFRIREB] A [XEHS] 1003—6350(2021)01—0011—05

Application value of thromboelasmogram and plasma EETs level in evaluating the severity of acute cerebral
infarction. LI Hou-ming, XIE Jun, YU Qi-gui, YANG Lin-lin, CHEN Juan. Department of General Practice,
the Second People’s Hospital of Hefei, Hefer 230000, Anhui, CHINA

[Abstract] Objective To investigate the variation trend of thrombolastogram (TEG) and plasma eicosatrienoic
acid (EETs) levels in patients with different severity of cerebral infarction, and to analyze the correlation between TEG
parameters and EETs levels, and to explore the factors affecting the severity of neurological impairment in patients with
acute cerebral infarction. Methods From July 2018 to November 2019, 120 patients with acute cerebral infarction diag-

nosed by head CT or MRI in Department of General Practice, the Second People’ s Hospital of Hefei were selected. Ac-
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