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[Abstract] Objective To discuss the role of toll-like receptor-4 (TLR4) in the inhibitory effect of Resina
Draconis on human hepatoma cells. Methods Firstly, effects of Resina Draconis on proliferation of human hepatoma
cell line HepG2 and HepG2.2.15 were detected by Cell Counting Kit-8 assay, and the optimal inhibitory concentration
was determined. Secondly, the human hepatoma HepG2 and HepG2.2.15 cells cultured in vitro were divided into experi-
mental group (with Resina Draconis added in the culture) and control group (with the same amount of cell culture medi-
um added) respectively. Then, RT-qPCR analysis and Western-Blot analysis were used to detect the level of TLR4 ex-
pression. Results CCK-8 assay showed that the proliferation of human hepatoma HepG2 and HepG2.2.15 cells in ex-
perimental groups with Resina Draconis were suppressed when compared to control groups, and the 50% inhibiting con-
centration were (97.78+8.19) pg/mL and (66.89+5.86) pg/mL, respectively. Compared with control groups, RT-qPCR
analysis showed that mRNA level of TLR4 in the experimental group of HepG2 and HepG2.2.15 cells were significantly
decreased with (1.0040.25) vs (0.32+0.07), (1.00+£0.21) s (0.29+0.06), respectively (all P<0.05). Compared with control
groups, Western-blot analysis showed that protein level of TLR4 in the experimental groups of HepG2 and HepG2.2.15
cells were both significantly decreased with (0.89+0.05) vs (0.68+0.06), (1.11+0.04) vs (0.56+0.08), respectively (all P<
0.05). Conclusion Resina Draconis may inhibit the growth of human hepatoma HepG2 and HepG2.2.15 cells by medi-
ating the expression of TLR4.
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[ Abstract]
MLHI1, MSH2, PMS2, MSH6, and p53 in colorectal cancer (CRC). Methods
cancer who were operated in the Fourth Affiliated Hospital of Guangxi Medical University from January 2019 to June
2020 were selected. The expression levels of MLH1, MSH2, PMS2, MSH6, and p53 in colorectal cancer were detected

by immunohistochemical method. The distribution difference among the groups was tested by chi-square test, and Spear-

Objective To discuss the expression and significance of the mismatch repair proteins (MMRP)

A total of 261 patients with colorectal

man rank correlation was used for correlation analysis. Results Among 261 colorectal cancer patients, there were 13
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