Hainan Med J, Apr. 2020 Vol. 31, No. 7 BEEF20205E48E3NEETH

do0i:10.3969/j.issn.1003-6350.2020.07.004 . -L/[,}% .

SATBlEI’:’ITﬂ‘:ﬁF;Q IR IZERESIGRFENXR
WA EE AR, B A
1.5@)?1%&1«&:&[@@%&%,&@ 4% 710021;
DEEERERFOHFTERBEA, EH B 710032;
3.k T KFERBER EH HE 710072

Hrﬁ%] BHY b AT &£ FHIRE A5 A 1 1 (SATBIE B R GBI B, 45T H S5 Ao BRRAE A9
KR ik HEE2017 4 1~7 A 18 ERTUTE BEGA 1) 62 B4 7 FARIGY T 1 B g A 3t 4 BT s
T2 R se 14, R Pl E 20 2 Uk 50k (THC) Rl SATB1 25 A (938 147K -, 4047 B i 4141 SATB1 323k 5 I
PRIGEERRAE 9 56 2 5 A R ARG BT 2 48  ARARBETT 25 J5) o WA AR L ABE T4, 43 M SATB1 Rl S5 TR K R o

L5 SATBI 1E B 4L P BHE 3 IA 3R N 54.84% (34/62), W B i Te 55 21 19 9.68% (6/62), 22 5348 W & St
B(P<0.01); B BHE A LU SATB PR R 5HE5] ARWE oAb RR L LA IR0 TCAH &P (34 P>0.05), T 5
i AR 43 JH R B 45 5 A% BH SR AH 5C (38 P<0.05) 5 TIT TV ) A8 B ZH 2L SATB 1 BHME K%K 69.23% (27/39), B & F
I 1T A ER 119 30.43% (7/23), 25347 i1 78 L (P<0.05); A Ik 45 55 B2 11 18 g FR B TR 414U SATB L FHE Rk R Ny
70.59% (24/34), B B 5 T oIk 45 755 3 10 35.71% (10/28), 22 547 Bi12# 78 X (P<0.05); BT 40 1 &5 By s 41 41
SATB1 FAYEZ 52 0y 81.82% (9/11), W i 55 T A AR 20 Y 49.02% (25/51), 22 54 G % B L (P<0.05) ; Kaplan-Meier
ARSI 4 S R, SATB [ P4 B AR A= A 15 A T SATB1 P4 |, 25 547 Bii2F 75 L(P<0.05), #45if SATBI
FEATE B 2 b SRR T RET N B R IG R WIG  FEAEMR L 25 5L RS LU R TR AN R
[S8iA] B AT S EITP IR RES AR M 15 308 ; I AR BARAE ; TS
[hE4Z%EE] R7352 [X#EkFRIBEE] A [XEHES] 1003—6350(2020)07—0829—03

Protein expression levels of SATBI1 in gastric cancer tissue and its relationship with clinicopathology. MIAO Yu-1Ii ',
YANG Wei-xia ', FU Xin >, SHI Cong—yan °. 1. Department of Pathology, General Aviation West China Hospital, Xi‘an
710021, Shaanxi, CHINA; 2. Department of Pathology, Air Force Medical University of PLA, Xi‘an 710032, Shaanxi,
CHINA; 3. Department of Pathology, Northwestern Polytechnical University, Xi‘an 710072, CHINA

[Abstract] Objective To analyze expression of special AT-rich sequence-binding protein 1 (SATB1) in gastric
cancer, and to explore its relationship with clinicopathological features. Methods A total of 62 patients with gastric can-
cer who underwent surgery in General Aviation West China Hospital from January 2017 to July 2017 were enrolled. The
cancer tissues and adjacent tissues were collected, and immunohistochemistry (IHC) was applied to detect the expression
level of SATBI1. The relationship between SATB1 expression in gastric cancer tissue and clinicopathological features,
prognosis was analyzed. All patients were divided into the survival group and death group according to follow-up out-
comes of 2 years after surgery. The relationship between SATB1 expression and prognosis of the patients was analyzed.
Results The positive expression rate of SATBI1 in gastric cancer tissues was 54.84% (34/62), which was significantly
higher than 9.68% (6/62) in adjacent tissues (P<0.05). The positive rate of SATB1 in gastric cancer tissue was not corre-
lated with gender, age, differentiation degree or tumor location (all P>0.05), while significantly correlated with clinical
staging and lymph node metastasis (all P<0.05). The positive expression rate of SATB1 in adjacent tissues of patients at
stage Il and IV was 69.23% (27/39), which was significantly higher than 30.43% (7/23) of SATBI in adjacent tissues of
patients at stage 1 and Il (P<0.05). The positive expression rate of SATBI1 in adjacent tissues of gastric cancer patients
with lymph node metastasis was 70.59% (24/34), which was significantly higher than 35.71% (10/28) of SATBI1 in adja-
cent tissues of gastric cancer patients without lymph node metastasis (P<0.05). The positive expression rate of SATBI1 in
cancer tissues in the death group was 81.82% (9/11), which was significantly higher than 49.02% (25/51) of SATB1 in
cancer tissues in the survival group (P<0.05). The results of Kaplan-Meier survival analysis showed that overall survival
in SATBI1 negative group was better than that in SATB1 positive group (P<0.05). Conclusion The high expression of
SATBI protein in gastric cancer tissues may indicate late clinical stage of gastric cancer, and there is lymph node metas-
tasis and poor prognosis.
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