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[Abstract] Objective

(QF-PCR) combined with karyotype analysis in prenatal diagnosis of amniotic fluid. Methods

To explore the application of fluorescence quantitative polymerase chain reaction

A retrospective analysis

of 16 314 amniotic fluid samples from pregnancies, who performed prenatal diagnosis at the Prenatal Diagnosis Center

of Guangzhou Women and Children's Medical Center from January 2011 to December 2018, were investigated indepen-

dently by both QF-PCR and karyotyping technique. Results

The coincidence rate for common aneuploidy abnormali-

ties was above 99%. The comparison of the two methods for all abnormal results revealed that the kappa consistency
analysis in 2011-2014 was moderate (Kappa=0.608, P=0.000); the kappa consistency analysis in 2015-2018 was high (Kap-

pa=0.862, P=0.000). Conclusion QF-PCR technology can quickly diagnose chromosomal abnormalities and make up for

the short time of chromosome karyotype analysis. The complementarity is very useful for prenatal diagnosis of aneuploidy.
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30~34 2309  126(5.46) 1987 188(9.46)  25.280 0.001
35~39 1959  103(5.26) 2214 228(10.30) 36.157 0.001
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