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[Abstract]

Cardiac troponins are standard biomarkers used today for diagnosis and risk stratification of acute myocardial infarction.

Coronary artery disease and its complications remain the most common cause of death worldwide.

Increasing efforts are made to develop additional new biomarkers for more effective and safe rule-in and rule-out of AMI
patients. During the past decade, microRNAs have emerged as new, potential diagnostic biomarkers in several diseases,

including AMI. The review aimed to summarize some of the prominent studies in the field, and discuss the potential val-

ue of microRNAs in the diagnosis and prognosis of AMI.
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