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[Abstract] Objective To investigate the clinic significance of universal newborn screening with deafness pre-
disposing genes in newborns. Methods A total of 957 newborns underwent hearing screening at 42 d after birth in our
hospital from January 2014 to December 2014. Distortion product otoacoustic emissions (DPOAE) combined with auto-
auditory brainstem response (AABR) was used in hearing screening. These newborns had been taken blood sample at
heel at 3 d after birth for detecting 9 common deafness genes mutation, including GJB2 (35 del G, 176 del 16, 235 del C,
299 delAT), GJB3 (538 C>T), SLC26A4 (IVS7T-2A>G, 2 168 A>G) and mitochondria DNA 12S rRNA (1 555 A>G,
1 494 C>T). Results

The rate of showing “pass” was 94.46%. Mutation of deafness predisposing genes were detected in 50 cases, and the pos-

In 957 newborns of hearing screening, 904 newborns showed “pass”, while 53 showed “refer”.
itive detection rate was 5.22%. Forty-five cases of mutations were detected in the newborns who passed hearing screen-
ing, with the positive detection rate of 4.98%. Five cases of mutations were detected in the newborns who did not pass
hearing screening, with the positive detection rate of 9.43%. Conclusion Combined screening of neonatal hearing and
deafness predisposing genes can detect newborns with high risk of hearing loss and delayed deafness, which has an im-
portant guiding effect in marriage, childbearing and medication.
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