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[Abstract] Objective
cells (PBMC) with IFN—y level in serum in patients with systemic lupus erythematosus (SLE). Methods

To explore the correlation of mRNA level of STAT4 in peripheral blood mononuclear
Peripheral
blood samples from patients with SLE (n=60, the study group) and healthy individuals (n=30, the control group) were
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used to detect STAT4 mRNA level by TagMan real-time RT-PCR and to evaluate IFN—y level in serum by ELISA
methods. Results The STAT4 mRNA level was significantly higher in the study group than the control group, and

was also significantly higher in active SLE patients than in non-active SLE patients (<0.05). The IFN—y level in se-
rum was (12.71+5.68), and was positively associated with STAT4 mRNA level (r=0.769, P<0.05). Conclusion A sig-
nificant correlation is found between mRNA level of STAT4 in PBMC and the disease activity or IFN—y level in se-

rum in patients with SLE.
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