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[Abstract] Objective
asthma in Li Nationality of Hainan province. Methods

To explore the relationship between the genetic polymorphism of ORMDL3 gene and
Polymerase chain reaction-restriction fragment length poly-
morphism (PCR-RLFP) was used to detect the genetic polymorphism of ORMDL3 gene in 120 patients with asthma
in Li Nationality (the asthma group) and in 150 normal individuals (the control group). Results There was statistical-
ly significant difference in TT gene of rs7216389, TT and CC gene of rs11650608 between the asthma group and the

control group. Conclusion The genetic polymorphism of ORDL3 gene showed a certain correlation with the asthma

x=.

of Li nationality.
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c2 .

[R5 I i 52 1E A OC (r 4399 4 0.674 F110.853, P
#<0.05)

3 3

ORMDL J [ J& 2002 4 7E R G0 4, 3 MR I

JBE 8 2E A7 e DRy i R BLEY L R T — A A RR

ORM -like gene family %3 5 R 58 5 o 1% 0% AT A#E

WERE B HES YA rh s e A b, Hoh 35

$£H(ORMDL1 ,ORMDL2 Fl ORMDL3)41 i, ORM-

DL FEN KGR TR , A2 ORMDL [F] 24y n] UL

BE AR R & T EM. ORMDL JE IR, i Hi i ORM-

DL3 JED] C g2 T e B S B A OG5 fH

WA 5T & B, ORMDL3 4k [ SNP 7 A [f] A\ Ff Hp 4%

KAIREAFTE—E 22 5% . AT WESE & B, ORMDL3 kK]

HI B SNP 157216389 15 i 22 75 /4 B i bl J%

SR AL AR S T FE Galanter Z2P Y F 5, AN [R] A

Flt ORMDL3 J£[K 5 1) SNPs (154378650 .1512603332)

515 i 5y AR A G

ARG LA EAITFEIEA , A S5 37 T WFE T e 2R

J& & H ORMDL3 3 [Al SNP ik 5 . AfF 5% 45 1

IR 2 BRI Bty £ ORMDL3 % [H 1 157216389 (TT

) Flrs11650680 (TT Fll CC) K ik ¥4 5 1E # 4 B4 A

BFEMZESR . XA Leung 5" A E R )7 )L

IBIETE R G S5 RAAAT , 245 R R W, rs7216389 il

rs11650680 RJ B -5 7 Y BRI s PO Mg AH G, (H LA L)

WA M e — 2 2 P ORI AESE

& % Lk

[ & W, FER =ER, 5. BliiE Gk R ORMDL3 BT3¢ ik fié.
BE22F 9T 2R [J]. 2010, 39(7): 113-115.

[2] Beasley R. The burden of asthma with specific reference to the Unit-
ed States [J]. J Allergy Clinlmmunol. 2002, 109(5): S482-489.

[3] Ober C, Hoffjan S. Asthma genetics 2006: the long and winding
road to gene discovery [J]. Genes Immun, 2006, 7: 95-100.

[4] Lars H, Miquel T, Gemma M, et al. ORMDL proteins are a con-
served new family of endoplasmic reticulum membrane proteins.
Genome Biology [J]. 2002, 3(6): 1-16.

[51 #h O 7@, 4 %, % JLERE NG ORMDL3 [ 2 45156
AIBTIE [J]. H EHERHE 5 92 [1]. 2010, 16(4): 361-363.

[6] Moffatt MF, Kabesch M, Liang L, et al. Genetic variants regulating
ORMDL3 expression con tribute to the risk of childhood asthma.
Nature [J]. 2007, 448 (7152): 470-473.

[7] Collins FS, Guyer MS, Charkravarti A. Variations on asthma: Cata-
loging human DNA sequence variation. Science [J]. 1997, 278
(5343): 1580-1581.

[8] Tavendale R, Macgregor DF, Mukhopadhyay S, et al. A polymor-
phism controlling ORMDL3 expression is associated with asthma
that is poorly controlled by current medications [J]. J Allergy Clin
Immuno . 2008, 121(4): 860-863.

[9] Galanter J, Choudhry S, Eng C, et al. ORMDL3 gene is associated
with asthma in three thnically diverse populations. Am J Respir Crit
Care Med . 2008, 177(11): 1194-1200.

[10] Leung TF, Hy SY, Ng MC, et al. Asthma and atopy are associated
with chromosome 17q21 markers in Chinese children [J]. Allergy,
2009, 64(4): 621-628.

(Wi F 41 :2012-02-16)



